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<210> 1 

<211> 723 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : SS scFv 



<400> 1 

atgcaggtac 

atatcctgca 

agccatggaa 

tacaaccaga 

tacatggacc 

ggttacgacg 

ggtgtaggcg 

cagtctccag 

agctcaagtg 

tggatttatg 

tctggaaact 

tactgccagc 

aaa 



aactgcagca 
aggcttctgg 
agagccttga 
agttcagggg 
tcctcagtct 
ggaggggttt 
gttcaggcgg 
caatcatgtc 
taagttacat 
acacatccaa 
cttactctct 
agtggagtgg 



gtctgggcct 
ttactcattc 
gtggattgga 
caaggccaca 
gacatctgaa 
tgactactgg 
cggtggctct 
tgcatctcca 
gcactggtac 
actggcttct 
cacaatcagc 
ttaccctctc 



gagctggaga 
actggctaca 
cttattactc 
ttaactgtag 
gactctgcag 
ggccaaggga 
ggcggtggcg 
ggggagaagg 
cagcagaagt 
ggagtcccag 
agcgtggagg 
acgttcggtg 



agcctggcgc 
ccatgaactg 
cttacaatgg 
acaagtcatc 
tctatttctg 
ccacggtcac 
gatcggacat 
tcaccatgac 
caggcacctc 
gtcgcttcag 
ctgaagatga 
ctgggacaaa 



ttcagtgaag 60 
ggtgaagcag 12 0 
tgcttctagc 180 
cagcacagcc 24 0 
tgcaaggggg 3 00 
cgtctcctca 360 
cgagctcact 42 0 
ctgcagtgcc 4 80 
ccccaaaaga 540 
tggcagtggg 60 0 
tgcaacttat 660 
gttggaaata 720 
723 



<210> 2 

<211> 1917 

<212> DNA 

<213> Pseudomonas aeruginosa 



<220> 

<2 23> Pseudomonas aeruginosa exotoxin A CDS 



<400> 2 

atgcacctga taccccattg gatccccctg gtcgccagcc tcggcctgct cgccggcggc 60 
tcgtccgcgt ccgccgccga ggaagccttc gacctctgga acgaatgcgc caaagcctgc 12 0 



2 



gtgctcgacc 
gacaccaacg 
ctcaagctgg 
gaaggcggcg 
agttggtcgc 
ttcatccacg 
gagatgggcg 
cacgagagca 
atggcccaga 
ttgtgcctgc 
ctcgacgata 
gacctggaca 
ctggccgcgc 
cgccagccgc 
gccctctacc 
ctggccagcc 
gcccgtctgg 
ggcaacgacg 
gccggtgaat 
actggcgcgg 
aactggacgg 
ttcgtcggct 
cgcgcgcgca 
gcgctggcct 
ggtgccctgc 
ctgaccctgg 
ccgctgcgcc 
ctcggctggc 
cgcaacgtcg 
gccctgccgg 



tcaaggacgg 
gccagggcgt 
ccatcgacaa 
tcgagccgaa 
tgaactggct 
aactgaacgc 
acgagttgct 
acgagatgca 
cccagccgcg 
tcgacccgct 
cctgggaagg 
tcaaacccac 
tgaccgcgca 
gcggctggga 
tggcggcgcg 
ccggcagcgg 
ccctgaccct 
aggccggcgc 
gcgcgggccc 
agttcctcgg 
tggagcggct 
accacggcac 
gccaggacct 
acggctacgc 
tgcgggtcta 
ccgcgccgga 
tggacgccat 
cgctggccga 
gcggcgacct 
actacgccag 



cgtgcgttcc 
gctgcactac 
cgccctcagc 
caagccggtg 
ggtaccgatc 
cggcaaccag 
ggcgaagctg 
gccgacgctc 
ccgggaaaag 
ggacggggtc 
caagatctac 
ggtcatcagt 
ccaggcttgc 
acaactggag 
gctgtcgtgg 
cggcgacctg 
ggccgccgcc 
ggccaacgcc 
ggcggacagc 
cgacggcggc 
gctccaggcg 
cttcctcgaa 
cgacgcgatc 
ccaggaccag 
tgtgccgcgc 
ggcggcgggc 
caccggcccc 
gcgcaccgtg 
cgacccgtcc 
ccagcccggc 



agccgcatga 
tccatggtcc 
atcaccagcg 
cgctacagct 
ggccacgaga 
ctcagccaca 
gcgcgcgatg 
gccatcagcc 
cgctggagcg 
tacaactacc 
cgggtgctcg 
catcgcctgc 
cacctgccgc 
cagtgcggct 
aaccaggtcg 
ggcgaagcga 
gagagcgagc 
gacgtggtga 
ggcgacgccc 
gacgtcagct 
caccgccaac 
gcggcgcaaa 
tggcgcggtt 
gaacccgacg 
tcgagcctgc 
gaggtcgaac 
gaggaggaag 
gtgattccct 
agcatccccg 
aaaccgccgc 



gcgtcgaccc 
tggagggcgg 
acggcctgac 
acacgcgcca 
agccctcgaa 
tgtcgccgat 
ccaccttctt 
atgccggggt 
aatgggccag 
tcgcccagca 
ccggcaaccc 
actttcccga 
tggagacttt 
atccggtgca 
accaggtgat 
tccgcgagca 
gcttcgtccg 
gcctgacctg 
tgctggagcg 
tcagcacccg 
tggaggagcg 
gcatcgtctt 
tctatatcgc 
cacgcggccg 
cgggcttcta 
ggctgatcgg 
gcgggcgcct 
cggcgatccc 
acaaggaaca 
gcgaggacct 



ggccatcgcc 
caacgacgcg 
catccgcctc 
ggcgcgcggc 
catcaaggtg 
ctacaccatc 
cgtcagggcg 
cagcgtggtc 
cggcaaggtg 
acgctgcaac 
ggcgaagcat 
gggcggcagc 
cacccgtcat 
gcggctggtc 
ccgcaacgcc 
gccggagcag 
gcagggcacc 
cccggtcgcc 
caactatccc 
cggcacgcag 
cggctatgtg 
cggcggggtg 
cggcgatccg 
gatccgcaac 
ccgcaccagc 
ccatccgctg 
ggagaccatt 
caccgacccg 
ggcgatcagc 
gaagtaa 



180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1917 



<210> 3 

<211> 45 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence :New G2 Ndel 
back primer 

<400> 3 

taagaaggag atatacatat gcaggtacaa ctgcagcagt ctggg 4 5 

<210> 4 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :New G2 Hindlll 
forward primer 

<400> 4 

gccctcggga cctccggaag cttttatttc caactttgtc cc 42 



<210> 5 

<211> 241 

<212> PRT 

<213> Artificial Sequence 



3 



<220> 

<223> Description of Artificial Sequence :SS scFv 



<400> 5 

Met Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Glu Lys Pro Gly 
15 10 15 

Ala Ser Val Lys/Tle\Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Gly 
2oV_y 25 30 

Tyr Thr Met Asn Trp Val Lys Gin Ser His Gly Lys Ser Leu Glu Trp 
35 40 45 



lie Gly Leu lie 
50 

Phe Arg Gly Lys 
65 

Tyr Met Asp Leu 



Cys Ala Arg Gly 
100 

Gly Thr Thr Val 
115 

Gly Ser Gly Gly 
130 

lie Met Ser Ala 
145 

Ser Ser Ser Val 



Thr Pro Tyr Asn 
55 

Ala Thr Leu Thr 
70 

Leu Ser Leu Thr 
85 

Gly Tyr Asp Gly 



Thr Val Ser Ser 
120 

Gly Gly Ser Asp 
135 

Ser Pro Gly Glu 
150 

Ser Tyr Met His 
165 



Gly Ala Ser Ser 
60 

Val Asp Lys Ser 
75 

Ser Glu Asp Ser 
90 

Arg Gly Phe Asp 
105 

Gly Val Gly Gly 



lie Glu Leu Thr 
140 

Lys Val Thr Met 
155 

Trp Tyr Gin Gin 
170 



Tyr Asn Gin Lys 



Ser Ser Thr Ala 
80 

Ala Val Tyr Phe 
95 

Tyr Trp Gly Gin 
110 

Ser Gly Gly Gly 
125 

Gin Ser Pro Ala 



Thr Cys Ser Ala 
160 

Lys Ser Gly Thr 
175 



Ser Pro Lys Arg 
180 

Pro Gly Arg Phe 
195 

He Ser Ser Val 
210 

Trp Ser Gly Tyr 
225 



Trp He Tyr Asp 



Ser Gly Ser Gly 
200 

Glu Ala Glu Asp 
215 

Pro Leu Thr Phe 
230 



Thr Ser Lys Leu 
185 

Ser Gly Asn Ser 



Asp Ala Thr Tyr 
220 

Gly Ala Gly Thr 
235 



Ala Ser Gly Val 
190 

Tyr Ser Leu Thr 
205 

Tyr Cys Gin Gin 



Lys Leu Glu He 
240 



Lys 



<210> 6 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : linker peptide 
connecting V-H and V-L in SS scFv 



4 



<400> 6 

Gly Val Gly Gly Ser Gly Gly Gly 
1 5 



<210> 7 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 7 

Gly Gly Gly Ser 
1 



<210> 8 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
terminus 

<400> 8 

Lys Asp Glu Leu 



Gly Ser Gly Gly Gly Gly Ser 
10 15 



Sequence : peptide linker 



Sequence : carboxyl 



<210> 9 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : carboxyl 
terminus 

<400> 9 

Arg Glu Asp Leu 
1 



